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Dear Editor— 

We read with interest the manuscript "Prevalence of Chagas Disease Among Family Members of 

Previously Diagnosed Patients in Los Angeles, California" by Hernandez et al [1].  As noted by 

the authors, in the absence of systematic screening or surveillance, Chagas disease (CD) will 

continue to be underdiagnosed in the United States (US), and its prevalence underestimated.    

By screening relatives of CD patients, Hernandez et al were able to identify family members as a 

high-risk group, with CD infection confirmed in 7.4% of the individuals screened. Only four of 

the 14 cases identified were maternal offspring (likely congenital transmission). CD prevalence 

was more than 7 times higher in close relatives, emphasizing important risk factors such as 

shared housing or environment [1]. Currently, most CD cases diagnosed in the US are presumed 

to have become infected elsewhere, or by congenital transmission [2], However, considerable 

evidence supports the concurrence of factors needed to establish vectorial transmission and 

endemicity of CD in the US. 

CD is caused by infection with the parasite, Trypanosoma cruzi, following contact with feces of 

an infected triatomine bug, usually after a bug bite.  As of 2014, 11 species of triatomine bugs 

had been reported in 27 mainland US states and Hawaii. [3,4], including known competent 

vectors of T.cruzi such as Triatoma sanguisuga, Triatoma gerstaeckeri, Triatoma protracta, and 

Triatoma lenticularia, which are widely distributed in the southern US, notably in Florida and 

Texas [3,4].  Many are anthropophilic, and in some states, like Texas, at least 50% of triatomine 

bugs have been reported to be infected with T. cruzi [5].   
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Furthermore, numerous mammalian wildlife and synthanthropic species in the US have been 

found to be infected with T cruzi, including packrats, wood rats, raccoons, skunks, opossums, 

and armadillos, serving as disease reservoirs.   Most importantly, CD has been found in domestic 

and working, as well as stray, dogs [6-8], co-localizing the parasite in close proximity to 

vulnerable populations in suburban and rural areas.  By linking the zoonotic/peridomestic and 

domestic ecotopes of T.cruzi, CD in domestic dogs is estimated to increase human infection risk 

by 3- to 5-fold [9].     Since CD in animals is not a reportable condition in many states [6],
  
the 

true number of canine cases may be underestimated; assessing CD seroprevalence in dogs could 

be useful as an potential bioindicator of parasite prevalence and persistence. 

We note that Hernandez et al did not indicate whether the specific T. cruzi Discrete Typing Units 

(DTUs) were determined for their CD cases.  Determination of the DTU may be important both 

epidemiologically and for patient management.  For example, TcI DTU, the most prevalent 

circulating parasite strain in the US, is associated with intrinsic resistance to benznidazole [10], 

bringing into consideration emerging therapeutic options such as fexinidazole or benzofuran 

derivatives and azoles. 

Thus far, a limited number of human CD cases have been proven to be US-acquired.   However, 

the coexistence of competent disease vectors and numerous mammalian reservoirs serve as 

important eco-epidemiological contributors for risk of human transmission and infection in the 

US. 
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